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ABA abscisic acid 脱落酸 
ABC ATP binding cassette ATP 转运子 
APX ascorbate peroxidase 抗坏血酸过氧化物酶 
ASA ascorbate acid 抗坏血酸 
BiRP1 
brown planthopper-induced resistance 
protein 1 褐飞虱抗性蛋白 1 
CAT catalase 过氧化氢酶 
CBB coomassie brilliant blue 考马斯亮蓝 
CCOMT Caffeoyl-CoA O-methyltransferase 啡酰氧基-辅酶 A-甲基转移酶 
CO carbon monoxide 一氧化碳 
DCD D-cysteine desulphydrase D-半胱氨酸脱巯基酶 
DIGE 
two-dimensional fluorescence differential 
gel electrophoresis 双向荧光差异凝胶电泳技术 
DPI dimethyllallyl pyrophosphate isomerase 异戊烯焦磷酸异构酶 




EMP Embden Meyerhof Pathway 糖酵解 
ESI-MS electrospray ionization-mass spectrometer 电喷雾电离质谱仪 
EST  expressed sequence tag 表达序列标签 
FRX ferredoxin 铁氧还蛋白 
FRO ferric-chelate reductase 三价铁螯合还原酶 























GR glutathione reductase 谷胱甘肽还原酶         
GSH glutathione 谷胱甘肽 
GST glutathione S-transferase 谷胱甘肽转移酶              
H+-ATPase H+-transporting adenosine triphosphatase H+-ATP 酶 
HPLC high performance liquid chromatography 高效液相色谱分离技术 
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H2O2 hydrogen peroxide 过氧化氢 
HO haem oxygenase 血红素加氧酶 
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IPG immobilized pH gradient 固相化 pH 梯度 
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LEA late embryogenesis abundant 晚期胚胎发生丰富蛋白 
LHCB chlorophyll a/b binding protein 叶绿素 a/b 结合蛋白 
MALDI-TOF-MS
matrix assisted laser desorption 




MDA malondialdehyde 丙二醛 
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